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[ Abstract | Objective: To find the optimal heterologous expression conditions and purification system for
the new gene CPS4 from Salvia miltiorrhiza. Method; Compare two different prokaryotic expression strains and
optimizing the induction conditions including A, values of Escherichia coli, isopropyl-beta-D-galactose and
glycosides ( IPTG) concentration and induction time with orthogonal experiment. The recombinant protein was
purified by HisTrap HP. Result; E. coli Tuner ( DE3) induced more soluble recombinant protein than BL21
(DE3). The optimal expression conditions are Ay, is 0. 7, IPTG concentration is 0. 2 mmol -L"" and induction
time for 10 h. The recombinant protein was purified by gradient elution with HisTrap HP. Conclusion; This
optimal system can obtain enough protein for further study and provide a reference for the prokaryotic expression of
the other diterpene synthase.
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No. Agoo 5 I (8] IPTG # Ji MR E A/ %
1 1(0.4) 1(6h)  1(0.1 mmol-L™") 12.1
2 1 2(8 h) 2(0.2 mmol-L™") 13.7
3 1 3(10 h)  3(0.4 mmol-L") 11.4
4 1 4(16 h)  4(0.8 mmol-L™") 11.4
5 2(0.7) 1 2 13.8
6 2 2 1 12.6
7 2 3 4 12.5
8 2 4 3 12.4
9 3(1.0) 1 3 10.6
10 3 3 1 11.1
11 3 2 4 8.5
12 3 4 2 9.3
13 4(1.5) 1 4 9.3
14 4 4 1 9.9
15 4 2 3 9.3
16 4 3 2 10.9
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